and genetic divergence in populations (Palumbi 2001 populations (Nei 1973 (Nei , 1977 (Rousset 1997 Haplotype richness was low (2.0 ? 0.1 haplotypes; rarefied to four sequences per lake) (Appendix A). As (Fig. 4) . This lack of relationship held despite similarities in community and L. minutus haplotype responses to pH and was robust when tested with and without the influence of space (Fig. 4) . Pairwise CSt and Notes: Within-lake richness, a diversity, was averaged among lakes within each region; regional richness, y diversity, is the total number of species or haplotypes detected in Killarney lakes or in Dorset lakes; and between-lake richness, ? diversity, is y/a. Killarney lakes were subjected to acute, anthropogenic acidification, and Dorset lakes were relatively unacidified by anthropogenic sources. Measures of Zooplankton community richness from 51 Dorset lakes were included to provide comparable estimates of community diversity from an unacid ified region. Lakes sampled within each regional category spanned a broad range of pH and dissolved organic carbon (DOC; Killarney lakes, Appendix A; Dorset lakes, 4 < pH < 7 and 2 mg/L < DOC < 7 mg/L; N. Yan, unpublished data). vs. two-step clades, r = ?0.39; P < 0.02). These parallel changes may be related to similarity in the types of environmental variables that we found to have an influence on community and genetic composition.
In Zooplankton communities, a suite of environmental variables that included pH, DOC, and elevation (Appendix A) discriminated three species assemblages:
(1) species abundant in acidic (pH < 5.6), clear (DOC < 2.0 mg/L) lakes; (2) species abundant in lower elevation (<235 m) lakes with more DOC (>3.0 mg/L) and upstream lakes; and (3) species abundant in lakes that spanned gradients in these environmental variables ( Diversity and dissimilarity between Zooplankton communities and COI haplotypes from locally adapted
